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The NBN Blueprint:

“ … to take full advantage of the power of new 
informatics tools to compare results across 
multiple investigators requires genetic and 
clinical data to be available in a standardized 
format.  In brief, to accelerate discovery for 
cancer research, scientists need timely and 
equitable access to biospecimens that are 
annotated with clinical information and 
collected specifically for genomic and 
proteomic studies, as well as a platform for 
comparing analysis with the results of other 
researchers.”



Recommendations 1-10:
1. Decentralized network with a virtual data 

repository.
2. Specimens of all cancer types.
3. Investigator derived data from NBN samples 

linked back to the original samples.
4. A central architect needed to build the 

bioinformatics infrastructure.
5. The bioinformatics system should be Standards-

based.
6. Effective communication between stakeholders.
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1. Develop a prototypic inter-institutional 
repository system for solid tissues, cells, and 
fluid specimens.

2. Develop standard operation procedures for 
specimen collection, processing, and 
preservation.

3. Develop and/or adopt state-of-the-science data 
management systems for the annotation of 
specimens with clinical and laboratory data 
elements.  This bioinformatics system is to be 
compatible with all institutions implementing the 
NBN.
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4. The Task Force should implement the 
prospective biomarker study using the NBN 
data management system(s).

5. Design and initiate the conduct of a periodic 
review and update of the NBN standard 
operating procedures and the NBN 
bioinformatics systems (Q/A).
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• SCALABLE:  While the Task Force 
activities are focused on prostate cancer, 
the Task Force organization should 
anticipate an evolution toward the 
integration with similar biospecimen 
networks with other organ sites and other 
organizations



Development of Protocols

General agreement that we do not 
need to re-invent the wheel:

1. The SPOREs have expertise in the collection of 
samples for translational research.

2. Historic interactions demonstrate that inter-SPORE 
activities could be a model for the NBN.

3. The inter-SPORE Biomarker proposal is a specific 
blueprint for this process.

(P.I.s B. Trock/ T. Thompson)



1. Tissue-based (De Marzo)
2. Serum/Blood/Lab Medicine (Klee/ Fritsche)
3. Clinical data (Lang, Montie, Partin)
4. Database Management/Bioinformatics/ 

Systems Analysis and Programming 
(Fearn/Jovanovic)

5. Regulatory Affaires (Teri Mielese)
6. Epidemiology (Bruce Trock)

Collection of protocols





SPORE Databases

DIAGNOSES_INFO
DX_ID: NUMBER(3)

DX_NAME: VARCHAR2(50)
TISSUE_TYPE_ID: NUMBER(3)

EVAL_RESULTS
EVAL_RESULT_ID: NUMBER(4)

EVAL_VER_ID: NUMBER(5)
BATCH_ID: NUMBER(4)
USER_ID: VARCHAR2(15)
TMA_IMAGE_INFO_ID: NUMBER(10)
TISSUE_TYPE_ID: NUMBER(3)
COMMENTS: VARCHAR2(255)
STAIN_LOCATION_ID: NUMBER(2)
INPUT_DT: DATE
STAIN_INTENSITY_ID: NUMBER(2)
PATH_DX_ID: NUMBER(3)
IMAGE_INDEX: NUMBER(4)

EVAL_RESULT_GROUP_BY_TISSUE

EVAL_RESULT_ID: NUMBER(5)
COLLECTION_ID: NUMBER(5)
FIELD_VALUE: VARCHAR2(50)

EVAL_SELECTION_LIST
SELECTION_ID: NUMBER(5)

COLLECTION_ID: NUMBER(5)
SELECTION_NAME: VARCHAR2(100

EVAL_SETUP
EVAL_SETUP_ID: NUMBER(4)

BATCH_ID: NUMBER(4)
USER_ID: VARCHAR2(15)
SETUP_BY: VARCHAR2(15)
TISSUE_TYPE_ID: VARCHAR2(5)
COMMENTS: VARCHAR2(5)
STAIN_LOCATION_ID: VARCHAR2(5)
INPUT_DT: DATE
STAIN_INTENSITY_ID: VARCHAR2(5)
DX_ID: VARCHAR2(5)
XY_COORD: VARCHAR2(5)
DISPLAY_HE_IMAGE: VARCHAR2(5)
HE_IMAGE_DIRECTORY: VARCHAR2(250

EVAL_SETUP_COLLECTION
COLLECTION_ID: NUMBER(5)

TISSUE_TYPE_ID: NUMBER(5)
FIELD_NAME: VARCHAR2(50)
DATA_TYPE: VARCHAR2(10)
IS_SELECTION: VARCHAR2(1)

EVAL_SETUP_GROUP_BY_TISSUE

EVAL_SETUP_ID: NUMBER(5)
COLLECTION_ID: NUMBER(5)

EVAL_VER
EVAL_VER_ID: NUMBER(5)

EVAL_SETUP_ID: NUMBER(5)
INPUT_DT: DATE
USER_ID: VARCHAR2(15)
FINAL_VERSION: VARCHAR2(10
COMMENTS: VARCHAR2(255)

FIXATION_INFO
FIX_ID: NUMBER(5)

FIXATION_NAME: VARCHAR2(255)

FUND_INFO
FUND_ID: NUMBER(4)

FUND_CODE: VARCHAR2(50)
FUND_NAME: VARCHAR2(20)
FUND_PI: VARCHAR2(50)
FUND_CONTACT: VARCHAR2(255)

HOSPITAL_INFO
HOSPITAL_ID: NUMBER(2)

HOSPITAL_NAME: VARCHAR2(55

IDPASSWORD
USERID: VARCHAR2(10)

PASSWORD: VARCHAR2(10)
STATUS: VARCHAR2(1)
AUTHENTICATION: VARCHAR2(50)

IMAGE_INFO
IMAGE_ID: NUMBER

IMAGE_FILEDIR: VARCHAR2(250
MACHINE_ISP: VARCHAR2(250)
USERNAME: VARCHAR2(15)

IRB_INFO
IRB_ID: NUMBER(4)

IRB_NAME: VARCHAR2(255
IRB_START_DATE: DATE
STATUS: VARCHAR2(1)
IRB_PI: VARCHAR2(25)

LAB_INFO
LAB_ID: NUMBER(4)

LAB_NAME: VARCHAR2(255)
LAB_CONTACT: VARCHAR2(255)

RAWPAGESTATS

USERID: VARCHAR2(20)
SESSIONID: VARCHAR2(100)
DT: VARCHAR2(25)
TM: VARCHAR2(25)
PAGEDESC: VARCHAR2(200

SERVER_INFO
SERVER_ID: NUMBER(2)

SERVER_NAME: VARCHAR2(128

SESSIONSTATS
SESSIONID: VARCHAR2(64

USERID: VARCHAR2(64)
STARTTIME: DATE
ENDTIME: DATE
HITS: NUMBER

STAIN_INFO
STAIN_ID: NUMBER(5)

STAIN_NAME: VARCHAR2(50)
COMMENTS: VARCHAR2(255)

STAIN_INTENSITY
STAIN_INTENSITY_ID: NUMBER(2)

STAIN_INTENSITY_NAME: VARCHAR2(10

STAIN_LOCATION
STAIN_LOCATION_ID: NUMBER(2)

STAIN_LOCATION_NAME: VARCHAR2(50

STUDY_INFO
STUDY_ID: NUMBER(5)

TMA_ID: VARCHAR2(10)
SLICE_ID: VARCHAR2(5)
STAIN_ID: NUMBER(5)
SCAN_DATE: DATE
SCAN_COMMENTS: VARCHAR2(50)
STUDY_DESIGNER: VARCHAR2(50)
STUDY_PURPOSE: VARCHAR2(50)
IRB_ID: NUMBER(4)
FUND_ID: NUMBER(4)
LAB_ID: NUMBER(4)
INPUT_DT: DATE

TISSUE_INFO
TISSUE_TYPE_ID: NUMBER(3)

TISSUE_TYPE: VARCHAR2(50

TMA_BATCH
BATCH_ID: NUMBER(4)

TMA_ID: VARCHAR2(10)
STAIN_ID: NUMBER(5)
SLICE_ID: VARCHAR2(5)
INPUT_DT: DATE
DESCRIPTION: VARCHAR2(200)
LAB_ID: NUMBER(4)
USER_ID: VARCHAR2(15)

TMA_CORE_INFO
TMA_CORE_ID: NUMBER(15)

TMA_ID: VARCHAR2(10)
SP_NUMBER: VARCHAR2(20)
BLOCK_ID: VARCHAR2(20)
X_COORD: NUMBER(3)
Y_COORD: NUMBER(3)
TARGET_DX_ID: NUMBER(3)
TISSUE_TYPE_ID: NUMBER(3)
FIX_ID: NUMBER(5)
INPUT_DT: DATE
COMMENTS: VARCHAR2(50)
HOSPITAL_ID: NUMBER(2)

TMA_CREATION_INFO
TMA_ID: VARCHAR2(10)

CONSTRUCTION_DATE: DATE
CREATOR: VARCHAR2(50)
DESCRIPTION: VARCHAR2(25)
TOTAL_NUM_OF_SPOTS: NUMBER(4
DISTANCE_MM: NUMBER(3,1)
INPUT_DT: DATE
COMMENTS: VARCHAR2(255)
SIZE_X: NUMBER(4)
SIZE_Y: NUMBER(4)
BATCH_STATUS: VARCHAR2(1)

TMA_IMAGE_INFO
TMA_IMAGE_INFO_ID: NUMBER(10)

BATCH_ID: NUMBER(4)
X_COORD: NUMBER(3)
Y_COORD: NUMBER(3)
X_STAGE: NUMBER(10)
Y_STAGE: NUMBER(10)
IMAGE_INDEX: NUMBER(4)
TMA_CORE_ID: NUMBER(10)
IMAGE_ID: NUMBER(5)

USER_INFO

USERID: VARCHAR2(15)
FIRST_NAME: VARCHAR2(25)
LAST_NAME: VARCHAR2(25)
ADDRESS: VARCHAR2(100)
CITY: VARCHAR2(20)
STATE: VARCHAR2(3)
POSTAL_CODE: VARCHAR2(10
COUNTRY: VARCHAR2(25)
TITLE: VARCHAR2(50)
WORKPHONE: VARCHAR2(15)
EMAIL: VARCHAR2(100)
DEPARTMENT: VARCHAR2(50)









It should be this easy to use!



Integration Through CaBIG

http://cabig.nci.nih.gov/caBIG



Development of a Pilot Project for the NBN

1. The Task Force will present at plan to the PIs of 
the prostate SPOREs by August 1st, 2004 for a 
prostate cancer mini-NBN.

2. This proposal would address all 
recommendations except recommendation 2 
(multiple tumor types).

3. The prostate cancer biomarker proposal will be 
used to test this plan once in place.

4. Feasibility studies could be proposed.  For 
example, merging clinical data in a HIPPA 
compliant manner for a large nomogram study.


